Test Interpretation

Post-test carri
how common itis to be a carrier for LAMB3-related JEB and whether the variants we tested tend to be found in people of your ethnicity.

Because you do not have the variants we tested, your chances of still being a carrier are lower than for someone who has not been tested. However, we cannot
provide an exact estimate because the information needed to calculate post-test carrier risk is not available for your ethnicity.

Test Details

Indications for Use
Warnings and Limitations

The 23andMe PGS Carrier Status Test for Herlitz Junctional Epidermolysis Bullosa (LAMB3-Related) is

¢ This test does not cover all variants that
determine carrier status for LAMB3-related JEB in adults, but cannot determine if a person has two

copies of a tested variant.

could cause this condition.*

¢ This test does not diagnose any health

Special Considerations conditions.
¢ This test does not include the majority of LAMB3 variants that cause LAMB3-related JEB in any * Positive results in individuals whose
ethnicity ethnicities are not commonly associated

with this condition may be incorrect.
¢ There are currently no professional guidelines in the U.S. for carrier testing for this condition. Individuals in this situation should consider

genetic counseling and follow-up testing.

Test Performance Summary e Share results with your healthcare

professional for any medical purposes.
Carrier Detection Rate & Relevant Ethnicities

* If you are concerned about your results,
The “carrier detection rate" is an estimate of the percentage of carriers for this condition that would be consult with a healthcare professional.

identified by this test. Carrier detection rate differs by ethnicity and is provided only where sufficient

. ilable. -
data is available See the Package Insert for more details on use

and performance of this test.

General U.S. Population 48% [ 11 ] *Variants not included in this test may be very rare,

ot be available on our genotyping platform, or

may not pass our testing standards

Analytical Performance

Accuracy was determined by comparing results from this test with results from sequencing for 143
samples with known variant status. 143 out of 143 genotype results were correct. 1 in 8,300 samples
may receive a Not Determined result for one or more variants included in this test. This can be caused
by random test error or unexpected DNA sequences that interfere with the test. It can also be caused
by having two copies of a variant tested.





